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Quantification of intrahepatic cccDNA,DNA,serum HBV DNA and its

relationship with HBeAg in hepatitis B virus—related hepatocellular carcinoma

Huang Yao,Luo Xuan,Chen Yanmeng, Huang Ailong, Hu Yuan
Key Laboratory of Molecular Biology on Infectious Disease s Ministry of Edueation
Chongqing Medical University)

[Abstract bbjecﬁl’t? :T{‘} quantify intrahepatic cccDNA’ DNA’ serum HBV DNA and to analyze its relationship with HBeAg in hepati—
tis B virus—related hepatocellular carcinoma. Methods :rhtt intrahepatic HBV cecDNA and DNA levels in 26 HBV—related HCC pa—
tients were measured by real-time PCR’and the differences were compared between HBeAg—positive and HBeAg—negative patient
samples. Finally’ their relationship with HBeAg status was also analyzed. Results: Intrahepatic HBV cccDNA and DNA levels in
HBeAg-negative patients were significantly lower than those in HBeAg—positive patients )G'—Gﬂ-'-l-‘l +P=0. !'.]'214) Meanwhile” intrahepatic
HBY cceDNA was significantly positively comelated with DNA in HBeAg—negative patients r(-ﬂglﬂ P—{]'Q'(}D} In IIB&AE—[Kmh\re pa—
tients’ the positive correlation between eceDNA and DNA was weak and insignificant JL'.']' 391+ P=0. ﬂ?g} Conclusion FK[H‘E‘H'-T.[HI‘I lev—
els of intmhepatic cccDNA and DNA is closely related with HBeAg status’and low viremia in HBeAg —negative HCC patients is

mainly due to lower cceDNA levels.
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Tab.l HBV-specific prmers and probe used

71 5] 6'-3") fir &
HBV DNAFP TGCGGCGTTTTATCATATTCC 384395
HBV DNARP ATACCTTGGTAGTCCAGAAGAACCA 414~438
DNA probe FAM TTCATCCTGCTGCTATGCCTCATCTICTTG- TAMRA 407~437
HBV cccDNAFP CTCCCOGTCTGTGCCTTCT | 548~1 566
HBV cccDNARP GOCCCAAAGCCACCCAAG 1 903~1 886
cceDNA probe FAM- ACGTOGCATGGAGACCACOGTGAACGCC- TAMRA 1 603~1 630
GlobinFP ACCCAGAGGTTCTTTGAGTCCTT | 867~1 890
GlobinRP GOCATGAGOCTTCACCTTAGG 1 947~1 927
Globinprobe FAM- TCCACTCCTGATGCTGTTATGGGCAA- TAMRA | 888~1914
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Tab.2 Clinical nformation of patients (h,x% )
fitbr Bk 26) HBeAgPTE 14) HBeAgPHTE €2) i {8 P8
{3 5 2 25/1 13/1 12/0 0.006 0.937°
HBsAg[—/+] 2/24 2/12 0/12 0.390 0.532°
HBcAb[-/+] 1/25 1/13 0/12 0.006 0.937°
e ) 51.88+ 13.81 58.86% 10.15 43.75¢ 13.32 -3.210 0.004
AFP fg/mD 20905.71% 96 65331 2228.52+ 779749 44 676.69% 145 710.29 0.965 0.046*
1.i% HBV DNA log copy/ml) 4,15+ 1.20 4398+ 1.08 4458+ 1.34 0.923 0.376°
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